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comparison shows that the FMH differs on only three
markers from the Atlantic Modal Haplotype (AMH).
On DYS449 the FMH has a value of 30 while the AMH
has 29; on DYS456 the FHM has a value of 16 while the
AMH has 15, and on CDYa the FMH has a value of 36
while the AMH has 37.  It should be noted that for
CDYa, there is very little difference in the FMH allele
frequency for a value of 36 versus 37.

A comparison of the FMH with the modal haplotype of
the Frisian R1b cluster of McEwan (2006) shows differ-
ences on the markers DYS390, DYS447, DYS449, GA-
TA-H4, DYS456, DYS576, and CDYa/b, plus
differences in the complex marker, DYS464.

Other comparisons: a comparison of the FMH with the
R1b model values from the German geographic project
at FTDNA shows that they differ on only one marker,
DYS449.  A comparison of the FMH with the R1b
modal values from the Spanish geographic project at
FTDNA shows that they differ on five markers,
DYS439, DYS458, DYS464d, GATA-H4, and DYS456.
A comparison with the R1b modal from the British Isles
geographic project at FTDNA shows that the FMH
differs on three markers with the British Isles R1b modal
(DYS 449, CDYa, and CDYb.  In summary there are
some differences between the FMH and other major
R1b population groups in Europe, which invites further
investigation.

 shows a similar comparison for the Flemish I1
modal haplotype.  The modal values for many of the
markers are based on fewer than 10 haplotypes, so no
firm conclusions may be drawn for these markers.
However, one notable difference with the Frisian I1
modal haplotype (McEwan, 2006) is on DYS390, where
adequate data exist.  The Flemish I1 modal haplotype
has a value of 24 on this marker, matching the overall
European I1 modal haplotype in this case, while the
Frisian I1 modal haplotype has a value of 23.

What are the main differences between the haplogroups
that are most prevalent among the Flemish?

Spencer Wells’ book,  describes the
haplogroups  as follows:

- Haplogroup R1b members are descendants of
someone who 30,000 years ago gave rise to the
defining marker M343.  These descendants that
dominated the human expansion into Europe
are likely the same as the  (Wells,
2007, p 226).

- Members of Haplogroup I1 have the defining
genetic marker M253, and moved 15,000 years
ago from their refugia in the Balkans to the

north of Europe.  This haplogroup is still very
common in Scandinavia and hence it is likely
that many Vikings descended from this line.
The Viking raids on the Low Countries and
Britain help to explain the dispersal of this
lineage (Wells, 2007, p 213-14).

- Haplogroup E1b1b, characterized by the M35
marker, appeared in the Middle East among
populations of the first farmers who spread
agriculture from the Middle East to Europe
(Wells, p209).

- Haplogroup G2a (referred to as G2 in the
book), identified by the marker P15, arose in he
Middle East and spread westwards through
modern Turkey into southeast Europe.  Most
migrations took place more than 15,000 years
ago before much of Europe was locked in ice
during the last glacial maximum.  When the
glaciers finally began to recede, the G2a lineage
expanded northward and eastward to repopu-
late Europe (Wells, 2007, p 211).

It should be noted that almost all haplotypes classed as
R1b in this geographic study are likely also to be
R1b1b2-M269.  Most of the present-day European
males with the M343 marker also have the P25 and
M269 markers.  These markers define the R1b1b2
subclade (ISOGG, 2008).  The subclade R1b1b2g
(defined by S21/U106), although recently discovered,
appears to be the most common downstream marker
from R1b1b2, appearing in over 35% of those R1b1b2
people tested.  This group has a maximum in Frisia (the
Netherlands) and, in general, is the predominant R1b
sub-haplogroup in northwest Europe.  It is also found in
Belgium, in the UK, in southern Sweden, Switzerland,
and Italy.  It only sporadically appears in Spain, Poland
and Lithuania (Polish), Finland (Swedish) and Romania
(Romanian).  The S21/U106 subclade may have origi-
nated near the end of the last ice age as Europe began to
be repopulated, or perhaps more or less 9000 years
before the present, possibly in the northern European
mainland.

In summary, the analysis of three datasets of Flemish
Y-STR values, collected from three independent sources,
confirm the dominant presence of Haplogroup R1b in
Flanders.  In addition, Haplogroup I1-M253, and to a
smaller extent Haplogroups I2b1-M223, J2, E1b1b,
R1a, G2a, and I2a, have been shown to occur among
Flemish people.  The data collected via the FFDNA
project, which was mainly submitted by people living in
the USA, is fairly representative of the overall distribu-
tion of Flemish DNA.  Hence there is continuity in the
paternal lines of the Flemish and Flemish-Americans.
The genetic characteristics of a small population living
in the north of Europe provide a glimpse into the com-
plexity of the genetic mosaic in Europe.
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Future research should concentrate on drawing more
in-depth comparisons of Flemish DNA with the patterns
observed in Frisian, German, British, Spanish and
French populations.  Based on the history of Flanders it
is reasonable to assume that the German influence on
Flemish DNA is likely to be much stronger than, say, the
French.  The British influence on Flemish DNA is likely
to be minimal since Britain was never an occupying
power in Flanders.  However Flemish DNA may be
found back on the British Isles since centuries ago there
were large migrations of Flemish people to England,
Scotland, and Ireland.  This should stimulate genetic
genealogists interested in the British Isles to trace their
ancestry to the continent, in particular to Flanders, that
small piece of land across the Channel that has been a
battleground for centuries and continues to be the center
of attention as to its influence on the political unity of
Europe.

The author is grateful for the advice and collaboration
he received from Whit Athey, Gerhard Mertens, Paul
Duran, and Prof. Ronny DeCorte.
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